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FIGURE 1 

A. 

SEQ ID NO:l - Hul light chain variable region amino acid sequence 

EIVLTQSPDFQSVTPKEKVTITCRASQFVGSSIHWYQQKPDQSPKLLIKYASESMS 
GVPSRFSGSGSGTDFTLTINSLEAEDAATYYCQQSHSWHFTFGQGTKVEIK 



B. 

SEQ ID NO:2 - Hul light chain variable region nucleic acid sequence 

GAAATTGTGCTGACTCAGTCTCCAGACTTTCAGTCTGTGACTCCAAAAGAGA 

AAGTCACCATCACCTGCAGGGCCAGTCAGTTCGTTGGCTCAAGCATCCACTG 

GTACCAGCAGAAGCCAGATCAGTCTCCAAAGCTCCTCATCAAGTATGCTTCT 

GAGTCTATGTCTGGGGTCCCCTCGAGGTTCAGTGGCAGTGGATCTGGGACAG 

ATTTCACCCTCACCATCAATAGCCTGGAAGCTGAAGATGCTGCCACGTATTAC 

TGTCAACAAAGTCATAGCTGGCATTTCACGTTCGGCCAAGGGACCAAGGTGG 

AAATCAAA 
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FIGURE 2 



A. 

SEQ ID NO:3 - Hul heavy chain variable region amino acid sequence 

EVQLVESGGGLVQPGGSLRLSCAASGFTFSheWMNWVRQAPGKGLEWVGEIRS 
KSINSATHYAESVKGRFTISRDDSKNSLYLQMNSLKTEDTAVYYCARNYYGSTY 
DHWGQGTLVTVSS 



B. 

SEQ ID NO:4 - Hul heavy chain variable region nucleic acid sequence 

GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGAGGGTCCC 

TGAGACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACCACTGGATGAAC 

TGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGGCGAAATTAGAT 

CAAAATCTATTAATTCTGCAACACATTATGCGGAGTCTGTGAAAGGGAGATT 

CACCATCTCAAGAGATGATTCAAAGAACTCACTGTACCTGCAGATGAACAGC 

CTGAAAACCGAGGACACGGCCGTGTATTACTGTGCTAGAAATTACTACGGTA 

GTACCTACGACCATTGGGGCCAAGGGACCCTGGTCACCGTCTCCTCA 
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FIGURE 3 



SEQ ID NO:5 - AlOK light chain variable region amino acid sequence 

EIVLTQSPDFQSVTPKEKVTITCRASQFVGYSIHWYQQKPDQSPKLLIKYASESRS 
GVPSRFSGSGSGTDFTLTINSLEAEDAATYYCQQSHSWHFTFGQGTKVEIK 



B. 



SEQ ID NO:6 - AlOK light chain variable region nucleic acid sequence 

GAAATTGTGCTGACTCAGTCTCCAGACTTTCAGTCTGTGACTCCAAAAGAGA 

AAGTCACCATCACCTGCAGGGCCAGTCAGTTCGTTGGCTATAGCATCCACTG 

GTACCAGCAGAAGCCAGATCAGTCTCCAAAGCTCCTCATCAAGTATGCTTCT 

GAGTCTAGGTCTGGGGTCCCCTCGAGGTTCAGTGGCAGTGGATCTGGGACAG 

ATTTCACCCTCACCATCAATAGCCTGGAAGCTGAAGATGCTGCCACGTATTAC 

TGTCAACAAAGTCATAGCTGGCATTTCACGTTCGGCCAAGGGACCAAGGTGG 
AAATCAAA 
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FIGURE 4 



A. 

SEQ ID NO:7 - AlOK heavy chain amino acid sequence 



EVQLVESGGGLVQPGGSLRLSCAASGFKFSNHWMNWVRQAPGKGLEWVGEIRS 

KSMNSATHYAESVKGRKTISRDDSKNSLYLQMNSLKTEDTAVYYCARNYYGST 

YDHWGQGTLVTVSS 



B. 



SEQ ID NO:8 - AlOK heavy chain nucleic acid sequence 

GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGAGGGTCCC 

TGAGACICTCCTGTGCAGCCTCTGGATTCCCnTTCAGTAACCACTGGATGAAC 

TGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGGCGAAATTAGAT 

CAAAATCTATGAATTCTGCAACACATTATGCGGAGTCTGTGAAAGGGAGATT 

CACCATCTCAAGAGATGATTCAAAGAACTCACTGTACCTGCAGATGAACAGC 

CTGAAAACCGAGGACACGGCCGTGTATTACTGTGCTAGAAATTACTACGGTA 

GTACCTACGACCATTGGGGCCAAGGGACCCTGGTCACCGTCTCCTCA 
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FIGURE 5 

A. Amino acid sequence of a human ligiit chain framework region with 
interspersed CDR sequences labeled 

(FRLl - SEQ ID NO:57) (CDRLl) (FRL2 - SEQ ID NO:58) (CDRL2) 

EIVLTQSPDFQSVTPKEKVTIT CXXXXXXXXXXX WOOKPDOSPKLLIK XXXXX:^ 

(FRL3 - SEQ ID NO:59) (CDRL3) (FRL4 - SEQ ID NO:60) 

GWSRFSGSGSGTDFTLTINSLEAEDAATYYC XXXXXXXXXF GQGTKVFJl^ 



B, Nucleic acid sequence of a human light chain framework region with 
interspersed CDR sequences labeled 



(FRLl -SEQIDNO:61) 

GAAATTGTGCTGACTCAGTCTCCAGACTTTCAGTCTGTGACTCCAAAAGA 

(CDRLl) 

TCACCATCACCTGCXXXXXXXXXXXX XXXXXXXXXXXXXXXXXXXXX TnoTAr 

(FRL2 - SEQ ID NO:62) (CDRL2) 
CAGCAGAAGCCAGATCAGTCTCCAAAGCTCCTCATCAAGXXXXXXXXXXXXXX 

(CDRL2 cont.) (FRL3 - SEQ ID NO:63) 

XXXXXXXGGGGTCCCCTCGAGGTTCAGTGGCAGTGGATCTGGGACAGATTTCAC 

CCTCACCATCAATAGCCTGGAAGCTGAAGATGCTGCCACGTATTACTGT 
(CDRL3) (FRL4 - SEQ ID NO:64) 

XXXXXXXXXXXXXXXXXX xxxxxxxx3c nrTrnnrr A AannAmA Ar?^TGGA.^A 
TCAAA 
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FIGURE 6 



A. Amino acid sequence of a liuman heavy cliain frameworic region wifli 
interspersed CDR sequences labeled 



(FRHl - SEQ ID NO:65) (CDRHl) (FRH2 - SEQ ID NO:66) 

EVQLVESGGGLVQPGGSLRLSCAAS2QQQQOOQQCXWVRQAPGKGLEWVG 

(CDRH2) (FRH3 - SEQ ID NO:67) 

XXXXXXXXXXXXXXXXXXXR FTISRDDSKNST .VT .OMTsTRT KTPnTA WVP AP 

(CDRH3) (FRH4 - SEQ ID NO:68) 
XXXXXXXXXW GQGTLVTVSS 



B. Nucleic acid sequence of a iiunian heavy chain framework region with 
interspersed CDR sequences labeled 



(FRHl -SEQIDNO:69) 

GAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTCCAGCCTGGAGGGTCCCTG 

(CDRHl) 

AGACTCTCCTGTGCAGCCTC TXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXT fi 

(FRH2 - SEQ ID NO:70) (CDRH2) 
GGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGG CXXXXXXXXXXXXX 

(a)RH2cont.) 

XXXXXXXX XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXA GATTCAr 

(FRH3-SEQIDNO:71) 

CATCTCAAGAGATGATTCAAAGAACTCACTGTACCTGCAGATGAACAGCCTGAA 

(CDRH3) 

AACCGAGGACACGGCCGTGTATTACTGTGCTAGA XXXXXXXXXXXXXXXXXXX 

(CDRH3) (FRH4 - SEQ ID NO:72) 

JQQOOOOOCTGGGGCCAAGGGACCCTGGTCACCGTCTCCTCA 
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FIGURE 8 



L929 Assay 




Concentration (^g/ml) 
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FIGURE 9 
L929 Assay 
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FIGURE 10 
L929 Assay 
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FIGURE 11 
Lethality Model 
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FIGURE 12 
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FIGURE 13 
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FIGURE 14 



A. SEQ ID NO:8S - Human CL Sequence 



TCAGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAG 

CACCTCTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCC 

GAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACA 

CCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTG 

ACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATC 

ACAAGCCCAGCAACACCAAGGTGGACAAGAAAGCAGAGCCCAAATCTTCT 

^^LAm^n£ICTACCCATATGATGTACCTGATTATGCATCAi:A.G 

Note: This CHI sequence contains the first six IgGl hinge region residues (in bold) and fused to a HA 
decapeptide tag (italic) through a four amino acid linker (underlined). 



B. SEQ ID NO:86 - Human CHI Sequence 



CGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTT 

GAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAG 

AGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGGGTAACTCCCA 

GGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAG 

CACCCTGACG(n'GAGCAAAGCAGACTACGAGAAACACAAAGTCTACGCCTGC 

GAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGCTTCAACAGGG 
GAGAGTCTTAG 
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FIGURE 15 



A. 

SEQ ID NO:109 - AME 3-2 Complete Heavy Chain 

EVQLVESGGGLVQPGGSLRLSCAASGFTFRNHWMNWVRQAPGKGLEWVGEIR 

SKSINSATFYAESVKGRFTISRDDSKNSLYLQMNSLKTEDTAVYYCARNYYGSY 

YDHWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS 

WNSGALTSGVHTFPAVLQSSGLYSLSSWTWSSSLGTQTYIC^rS^NHKPSNTKVD 

KRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCWVDVSH 

EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK 

CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTBCNQVSLTCLVKGFYPS 

DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH 

EALHNHYTQKSLSLSPGK* 



B. 

SEQ ID NOillO - AME 3-2 Complete Light Chain 



DIQMTQSPSSLSASVGDRVTITCVTTQFVGYAfflWYQQKPGKAPKLLIYYASSSR 
SGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSHGWPFTFGQGTKVEIKRTV 
AAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVT 
EQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC* 
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